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- University of California, Berkeley, USA 7 F4ifa£ Y EiE+
-BUEERBEELER B4
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o PRI
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- University of Illinois, Urbana-Champaign, USA &+
- University of California, Riverside, USA &8+
-BUEEARE Bt
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. BLEMRE
- Genomic Research Center, Academia Sinica
- University of Iowa
e NGS Profession
- Manager, NGS High Throughput Genomics Core at Academia Sinica (since 2008)
- Established NGS Core in 2008.
- Operate Multiple Platforms of 2"d-Gen and 37-Gen NGS, including Roche 45, Illumina (GA,
MiSeq, HiSeq), PacBio Sequel, and Oxford Nanopore GridION.
- 12 years of experience in NGS field, for model genome analysis as well as de novo genome

characterization, bulk-seq and single-cell analyses. Keen for NGS-related R&D and
advancement.
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 Virginia Bioinformatics Institute, USA
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- Massachusetts Institute of Technology (MIT), USA E#%E+
- Massachusetts Institute of Technology (MIT), USA AR ZIIEEMEL
- Massachusetts Institute of Technology (MIT), USA &5+
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- EEEMETTES S MR ( Institute for Advanced Study, USA)
- University of California, Santa Cruz, USA

- Max-Planck Institute of Molecular Genetics, Germany

+ REHAA
+ 4 B9 HAERBEARARE - BirSRIBIRESERR | MEEAFHR  BENCSTURBAEEL
BEHZHRE
+ MREHHEEATRNERBGMAEMELE T - BIEHZRRE - BRESTEMNZREE
ERRESERRASHE  J2EEE
+ BREBETHHER  FREARRBEEIZHREE - K NIEERS .
i. RER_B (4H1H) RLFFSE -  REZFHRRZEH
i. RERAKX (4H10H ) AIELFHE - BEBRZERHLH
ii. REAR=K (4R 12H) pliRLPBARARERARLEE - ATEERZEN
+ BERER - FRHURTIRFEEBES  REESGENEAER

(iREE) BEE "MUXMEER, ASALRSEARRAERES BRBREOSUEEME - HH#EiS !



